A ﬁ > /zt 772‘%'3

B 7% 2 4F
FRE

0 : pa , 254 . =1L =
41050 107& 2554 R HFEL 2D

Anh?a i ﬂﬁ”’a‘_%

AR ~ia R AR E R TR AL
T W IAAAER
£ TR 4 P
L %?fj‘; Kz
7FL po: 4 g
5 R 2 - pF 5
AR OB R IFEE

7 AT 1Y FRSEITATAE § R REA B AL TR (R 0 7 A
ErFP EFUAR FAEFE o

- ~EP jekER TR (ROUghER) endF itz w4 4p o (154 )
SR ABEAFEZ SN X RTA L 2ETA o XEP2Z o (104)

WP SR RS AT (lacoperon) defe A M HEE F RS AT
EEAE (10/9) ARl & o (54)

w s P e A1 (bacteriophage) iz ik % #F (lysogenic pathway ) i 4 e
4o f4F 2 prophage sk fx o (10 & )

J=4

C P H L R DNA B eng B0 (54)5 A B0 2/ 41e B4 -
(10 ~ )

2 P E P e 4 e 1 cap-dependent pathway i {7 0 (10 4 ) ¥ B -
il :;,;g.% 4oi@ 12 |RES (internal ribosome entry site)-mediated pathway :& = ©
(54 )

S S FERRET A R gk (FHEDS A 0 £ 204)
(5Genetic codon
(@RNA splicing
G+ H= £ & pc = s (Confoca microscopy )
®FPLC( fast performance liquid chromatography ) 2 HPL C( high performance
liquid chromatography ) 4v® & * ** -9 & 4 it



